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KEY FIGURES (Web of Science) 
Number of publications:   52 
Number of citations without self-citations (ISI):  9,531 
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1. Kapahnke K, Plenge T, Klaus T, Gupta MK, Anand D, Önder TT, Perner B, Schnöder TM, Thol FR, 
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INVITED TALKS/SEMINARS 
 
1. CorEUStem symposium, Milan, May 2025 
2. Advanced Cancer Biotherapeutics Symposium, Bilkent University, October 2024 



3. TÜRKİYE ORGAN NAKLİ KURULUŞLARI KOORDİNASYON DERNEĞİ XV. KONGRESİ,   October 2024 
4. CorEUStem Training  School, Barcelona, April 2024 
5. IUGEN XXI. Moleküler Biyoloji ve Genetik Kış Okulu, Mart 2024 
6. Gebze Teknik Üniversitesi, MBG Seminar 
7. Kişiselleştirilmiş Tıpta Pluripotent Kök Hücreler, 14. Tıp Bilişimi Kongresi, Izmir, 2023 
8. Boğaziçı Üniversitesi Molecular Biology and Genetics Seminar,  Istanbul, 2023 
9. CELLULAR ALCHEMY - EPIGENETIC REPROGRAMMING OF CELL FATES, Bilkent University, Ankara, 

2022 
10. Kanser ilaç direncini etkileyen epigenetik faktörlerin CRISPR temelli yaklaşımlar ile ortaya çıkarılması.  

TÜSEB 7. Türk Tıp Kurultayı, Istanbul 2022 
11. Kök Hücre Araştırmaları ve Kişiselleştirilmiş Tıp. TUBITAK TBAE  Semineri, 2021 
12. Chemical Biology and Genetic Approaches to Identify Chromatin Regulators of Human Somatic 

Cell Reprogramming, University of Miami, Miller School of Medicine, 2019 
13. A chemical screen identifies a role for P300 and CBP in reprogramming. 2nd International 

Conference on Stem Cells, Rhodes, Greece 2017 
14. Mechanisms and applications of somatic cell reprogramming, EMBO YIP Stem Cell Meeting, Paris, 

France, 2014 
15. Chromatin modifying enzymes as regulators of somatic cell reprogramming, Botnar Research 

Center, University of Oxford, 2014 
16. Induced pluripotent stem cell generation: Molecular Mechanisms and Application, Bilkent 

University, Ankara, Turkey, 2014 
17. Chromatin modifiers in Reprogramming, Helmholtz Centre Institute of Stem Cell Research, 

Munich, Germany, 2013 
 
PATENTS 
1. Prediction of monitoring cancer therapy response based on gene expression profiling. PCT/US2011/046325 
2. Methods for identification and use of agents targeting cancer stem cells.  PCT/US2011/0191868 
3. Inhibition and enhancement of reprogramming by chromatin modifying enzymes. PCT/US2012/000514 
 
GRANTS 
1. ICGEP International Collaborative Grant – Discovery of epigenetic regulators of human 8-cell like cells 

(Pending) 
2. TUBITAK 1001 - Single-Cell Atlas of Limb Regeneration in Adult Mammals and Its Induction via Partial 

Reprogramming (Pending) 
3. TUBITAK 1001 - Development of Chemical-Induced Pluripotent Stem Cell Production Methods (2025-2027) 
4. TUBITAK 1001 - Optimization of induced pluripotent stem cell derived synthetic embryo models and 

investigating role of ARID3A in trophectoderm development (OPTI-Blast) (2025-2027) 
5. TUBITAK 2247A - Ulusal Lider Araştırmacı (2022-2025) 
6. TUBITAK COST - Enhancing the efficiency of induced pluripotent stem cells generation through suppression 

of MLL1-Menin complex (2022-2025) 
7. TUBITAK 1001 - Role of USP22 in reprogramming and induced pluripotent stem cells (2023-2025) 
8. TUBITAK 1001 - Investigating the role of BRD9 in cellular reprogramming and induced pluripotent stem cell 

(iPSC) generation (2020-2023) 
9. TUBITAK  1001 - Enhancing induced pluripotent stem cell (iPSC) generation by CRISPR/Cas9-mediated 

suppression of Histone H3 Lysine 36 (H3K36) tri-methyl reader proteins (2021-2024) 
10. TUBITAK 1001 - Reprogramming pluripotent stem cells to 2-cell embryo like cells using CRISPR-Cas9 

activation systems (2021-2024) 
11. Newton Advanced Fellowship (2016-2019) 
12. EMBO Installation Grant 2543 (2013-2018) 



13. EU FP7 Marie Curie Integration Grant 333918 - Chromatin Modifiers in Reprogramming (2013-2017) 
14. TUBITAK 1003 - Project No 213S182 : Development of technologies for the generation and differentiation of 

Induced pluripotent stem cells (iPSCs) and their applications to cell-based therapies. (2014-2017) 
15. TUBITAK 3501 - Proje No 212T095: Identifying the function of histone methyltransferase Suv39H1 in 

reprogramming and generation of induced pluripotent stem cells (2013-2016) 
16. TUBITAK 1002 - Project No 115Z706: Identification of the interactome of Dot1L, a histone methyl 

transfease, during reprogramming (2016) 
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Biological Engineering, Koc University 
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Biology and Genetics, Koc University 
Head, KU School of Medicine Committee on Medical Student Research   2016-2019 
 


